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 IDENTIFICATION  OF  POTENTIAL  DRUG  TARGET  IN  SALMONELLA  TYPHIMURIUM 
 STAIN LT2 AND IT’S TARGET ANALYTE RECOGNITION 
 Anum naz 1* , Nimra saqib 1 , Maheen nadeem 2 

 1 Department of Microbiology, Jinnah University for women,Pakistan 
 Abstract: 
 Salmonella  is  a  worldwide  pathogen  which  can  be  isolated  as  a  food  borne  pathogen  and 
 can 
 Cause  many  pathogenic  diseases  such  as  diarrhea,  abdominal  cramps  and  typhoid  fever 
 and  is  responsible  for  number  of  deaths  worldwide.  The  main  objective  of  my  study  was  to 
 design  a  drug  for  the  benefit  of  human  kind  against  the  pathogenic  effect  of  Salmonella 
 typhimurium 
 by identifying the non- homologous gene of unique metabolism pathways, which can then be 
 Used  for  potential  target.  I  analyzed  the  potential  targets  through  different  softwares  such  as 
 : 
 UNIPROT,  KEGG,  DEG  ,  Blast  ,  SWISS  MODEL  and  SAVES.  In  my  study  I  found  out  that 
 the  murD  gene  is  identified  as  the  non-homologous  and  the  essential  gene  which  is  most 
 Preferable for the drug designing. It is present in the cytoplasmic region of the cell .the murD 
 gene  participates  in  the  peptidoglycan  biosynthesis  pathway  which  is  nowhere  near  to 
 similar 
 with human pathway and it can help in the cell lysis by disturbing the cell’s cytoplasm. So by 
 acting on the murD protein we can target the respective organism and prevent the 
 establishment of infection in human body. This could be a new breakthrough towards the 
 treatment of infections caused by Salmonella typhimurium . 
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